Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.001 Å; R factor = 0.040; wR factor = 0.123; data-to-parameter ratio = 16.3.
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Comment
Compounds with the structure of AC═NB are known as Schiff base, which can be synthesized from the condensation of amino and active carbonyl groups. Schiff base compounds have shown different therapeutic properties such as antibacterial (Vukovic et al., 2010 ), antifungal (Ramesh & Maheswaran, 2003 , antitumor (Dongfang et al., 2008) , anti-inflammatory (Sastry & Rao, 1988) and anticancer activities (Kamel et al., 2010) . Due to their importance, the crystal structure determination of the title compound was carried out and the results are presented here.
In the title compound ( Fig. 1 ), the pyrazolone ring (N1/N2/C7-C9) is almost planar, with maximum deviation of 0.042 (1) Å for atom N2. The central pyrazolone (N1/N2/C7-C9) ring makes dihedral angles of 51.96 (5)° and 3.82 (5)° with the attached phenyl ring (C1-C6) and the trimethoxy substituted phenyl ring (C11-C16), respectively. The dihedral angle between the phenyl ring(C1-C6) and the trimethoxy substituted phenyl ring (C11-C16) is 50.19 (5)°. The three methoxy groups are coplanar with the benzene ring [torsion angles C19-O2-C13-C12 = 5.04 (16)°, C20-O3-C14-C15 = -0.36 (14)° and C21-O4-C16-C15 = -1.66 (13)°].
In the crystal packing (Fig. 2) , the intramolecular C10-H10A···O1 hydrogen bonding generates an S(6) ring motif (Bernstein et al., 1995) . The crystal sturcture is futher stabilized by weak intermolecular C4-H4A···O1, C20-H20C···O2, C20-H20C···O3 and C20-H20A···N3 (Table 1) hydrogen bonds.
Experimental
A mixture of 4-aminophenazone (0.50 g, 0.0033 mol) and 2,4,5-tri-methoxy-benzaldehyde (0.65 g, 0.0033 mol) in methanol (15 ml) was refluxed for 5 h with stirring to give a light yellow precipitate. It was then filtered and washed with methanol to give the pure Schiff base and yellow blocks of (I) were recrystallized from methanol. Yield: 48.18%; Mp. 381°C; IR 
Refinement
All the H atoms were located from a difference Fourier map and refined freely [C-H = 0.945 (14)-1.008 (14) Å].
Figures Fig. 1 . The molecular structure of (I) showing 50% probability displacement ellipsoids. The intramolecular hydrogen bond is shown as a dashed line. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 118.94 (7) O3-C14-C15 124.05 (9) C7-N2-N1 106.45 (7) O3-C14-C13 115.62 (8) 
